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NUT midline carcinoma is a rare but highly malignant tumor with a poor
prognosis. It is often found as an incurable advanced cancer, but there is no effective and
established treatment. In this study, we analyzed microRNAs as a new therapeutic target for nut
midline calcium. From the results of our microRNA analysis, a microRNA called miR-21 was identified
as a candidate therapeutic target. When the function of miR-21 was evaluated in an experiment using
a cell line, an inhibitor of miIR-21 was effective for NUT midline carcinoma.
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