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The nephronophthisis protein (NPHP) is mainly localized to the primary
cilia, which are intracellular organelles. Signals transmitted by primary cilia are thought to
regulate cell proliferation, cell polarity, cell differentiation, and so on. In this study, we
analyzed a molecular complex thought to be involved in signal transduction from cilia. As a result,
it was revealed that ANKS6, which is NPHP16, is accumulated in the ciliary rootlet in addition to
the primary cilia INV compartment. Furthermore, BICC1 and ANKS3, which are cystic kidney-related
proteins, were also confirmed to be localized in the rootlet, suggesting that they form a large
complex with ANKS6 and are involved in the maintenance of renal morphology.
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