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CRISPR screening for identification of molecular targets of T/NK cell lymphomas
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In this study, we performed genome-wide CRISPR-Cas9 screens in multiple T/NK
Iymphoma cell lines for identifying essential genes for cellular proliferation/survival in a series
of T/NK cell lymphoma cell lines. Positive and negative control sgRNAs were correctly identified
through the entire screening, confirming the validity of the screening results. We identified genes
which were selectively essential for each diease group in T/NK cell lymphomas. Some among the
essential genes were confirmed in the follow-up functional experiments. All together, we established
an entire list of candidate genes for molecular targeted therapies in T/NK cell lymphomas.
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