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Targeting circadian clock genes in leukemia treatment
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The translocation of MLL gene is one of the most frequent chromosomal
abnormalities in acute
leukemia. More than 70 genes have been characterized as partner genes. Among them, MLL-AF6 AML
patients present with a dismal clinical prognosis due to resistance to initial chemotherapy and high
rate
of relapse. We demonstrated that circadian clock gene SHARP1 is expressed solely in MLL-AF6 AML, and
its deletion delays the development of leukemia and attenuated leukemia-initiating potential in
mouse model. We elucidated molecular role of SHARP1 in MLL-AF6 AML, which could help develop new
therapies.
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