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Elucidation of the mechanism of HIV entry step and the development of novel
anti-HIV drug through the analysis of the inhibitory effects on the
oligomerization of the chemokine receptors
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Based on the analysis of the crystal structure of CXCR4, we identified
several residues that are assumed to be key residues for CXCR4 oligomerization. Then we introduced
mutations to these residues, and investigated the influence of these substitution on the CXCR4
oligomerization through several assays. We also tested how the CXCR4 mutations affect the HIV
infectivity. We found that the mutation(s), which disrupted the CXCR4 oligomerization, also reduced
the HIV infectivity against these CXCR4 expressed cell. These results suggested that the state of
CXCR4 oligomerization is favorable for HIV entry to host cells. Further research will lead us to
clarify the mechanism of HIV entry step in detail and the development of novel anti-HIV medicine.
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