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Analysis of Srebfl transcriptional coregulator in adipose oxidative stress and
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In this study, we found the molecular interaction between full-length SREBF1
and ARMC5, the causal gene of bilateral macronodular adrenal hyperplasia (BMAH). ARMC5 recruited
ubiquitin ligase complex containing CUL3 and ubiquitinated full-length SREBF1. In adrenocortical
cells, ARMC5 regulated cholesterol synthesis and cell proliferation, which resulted in progression
of BMAH.
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