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We classified colorectal cancer (CRC) with abnormalities in the TGF-f
signaling pathway into TGFBR2/ACVR2A mutation group (“ Receptor mutation group” ) or SMAD2/SMAD4
mutation group (“ Regulator mutation group” ). We demonstrated that “ Receptor mutation group” was
associated with tumor mutational burden-high (TMB-H) CRC, which is expected to be effective for
immunotherapy, and developed artificial intelligence to predict TMB-H CRC. SMAD4, “ Regulator

mutation group” , was associated with poorly differentiated clusters, and was associated with poor
prognosis in CRC.
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