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Cancer cell reprogramming targeting immune checkpoint in brain tumors
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Exon-mutations and expression changes of cancer immunity genes associated
with poor prognoses were found in primary central nervous system lymphoma (PCNSL). Prognosis
prediction in PCNSL enables by expression changes of miR-101/548b/554/1202. In methotrexate (MTX)
-resistant PCNSL cell lines, cell-type-specific increased glycolysis and high-mannose and decreased
sialylated A2G2F and A2G2FB were found. Bortezomib increased MTX sensitivities in PCNSL. While, in
glioblastoma, expression changes of B7-H3, GATA3, and LGALS on immune checkpoint pathway could also

predict prognoses. In addition, expression of mesenchymal and glioma stem cell genes enables
prognosis predictions.
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