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With the aim of elucidating the ﬁathogenesis of rheumatoid arthritis

characterized by chronic destructive polyarthritis, the human-specific TNF decoy receptor Decoy
receptor3 (DcR3), which functions as a both decoy receptor and a ligand in three TNF/TNF receptor

signaling pathways: TL1A and DR3, LIGHT and HVEM/BTLA, and FasL and FAS. We investigated the genes
involved in the signal transduction of DcR3 in rheumatoid synovial cells. As a result, we identified
genes and gene groups that can serve as targets for molecular targeted therapy related to apoptosis
induction and proliferation suppression of rheumatoid arthritis synovial cells.
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The 10 most significant functional categories of the genes expressed by Fas ligand exposure in RA-FLS
Corrected
GO Accession | GO Term
P-value

Transcriptional activator activity, RNA polymerase Il transcription
G0:0001228 0.000028

Regulatory region sequence-specific DNA binding
G0:0009893;

Positive regulation of metabolic process 0.000028
G0:0044253
G0:0031325 Positive regulation of cellular metabolic process 0.000028
G0:0010604 Positive regulation of macromolecule metabolic process 0.000028
G0:0051173 Positive regulation of nitrogen compound metabolic process 0.000028
G0:0042325 Regulation of phosphorylation 0.000066
G0:0048518;

Positive regulation of biological process 0.000066
G0:0043119
G0:0019220 Regulation of phosphate metabolic process 0.000087
G0:0043408 Regulation of MAPK cascade 0.000087
G0:0051239 Regulation of multicellular organismal process 0.000087

LIGHT RA 10

The 10 most significant functional categories of the genes expressed by LIGHT exposure in RA-FLS

Category Term P value

SP_PIR_KEYWORDS glycoprotein 1E-09
UP_SEQ _FEATURE glycosylation site: N-linked (GIcNAc...) 5E-09
GOTERM_CC FAT G0:0044459" plasma membrane part 5E-09
GOTERM_CC FAT G0:0005887 " integral to plasma membrane 0.00000009
GOTERM_CC FAT G0:0031226~ intrinsic to plasma membrane 1.51E-07
SP_PIR_KEYWORDS signal 2.49E-07
GOTERM_CC FAT G0:0005886~ plasma membrane 3.35E-07
UP_SEQ FEATURE signal peptide 3.78E-07
SP_PIR_KEYWORDS alternative splicing 421E-07
UP_SEQ _FEATURE topological domain: Extracellular 1.101E-06
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