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Developing a novel treatment of adrenocortical carcinoma by a CK2 inhibitor
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CX-4945 is a so-called casein-kinase 2 inhibitor but recent reports show
that it works as a CLK2 inhibitor, a splicing inhibitor that is. We found that it induces multiple
exon skipping of the master regulator of the adrenal cortex, NR5A1, resulting in lack of
transactivation of steroidogenic enzymes and concomitant steroid production. It also induces
autophagy in H295R cells to inhibit its growth.

Most importantly, it reduces tumor weight and volume of H295R cells transplanted to nude-mice.
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