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Cervical adenocarcinoma is the second most common pathological subtype of
cervical cancer after squamous cell carcinoma (SCC). To gain insights into molecular background of
adenocarcinoma, we aimed to establish an in vitro carcinogenesis model of adenocarcinoma. We
previously reported the establishment of an in vitro model for cervical SCC by introducing defined
viral and cellular oncogenes, HPV16 E6 and E7, c-MYC and activated RAS to human cervical
keratinocytes. In this study, the expression of potential lineage-specifying factors was
additionally introduced, and the cell properties associated with the cell lineage were analyzed. In
the cells expressing FOXA2, apparent changes in the cell property were observed, including elevated
expression of columnar cell markers. Strikingly, the histopathology of tumors and organoids
expressing FOXA2 resembled cervical adenocarcinoma, proposing that FOXA2 plays a vital role in
dictating the histopathology of cervical cancers.
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