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Genome-wide association study of lattice degeneration of the retina

UEMOTO, Riyo
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Lattice degeneration of the retina is a vitreoretinal disorder characterized

by focal retinal thinning associated with liquefaction of the overlying vitreous gel, and firm
vitreoretinal adherence to lesion margins. After posterior vitreous detachment, vitreous traction at

sites of substantial vitreoretinal adhesion often leads to retinal detachment. Lattice degeneration

of the retin is currently thought to be triggered by various genetic and environmental factors. In
this study, we performed a genome-wide association study of lattice degeneration of the retina using
a Japanese population to clarify genetic factors of the disease. This study identified several
susceptibility loci, which were significantly associated with lattice degeneration of the retina,
and also identified some pathogenic pathways in lattice degeneration of the retina.
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