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Development of periodontal disease biomarkers by ubiquitome analysis
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Many tﬁpes of post-translational modifications of proteins are known as a
means of adding diversity to their functions. Phosphorylation, glycosylation, acetylation, and
methylation are well-known examples, but recently the importance of addition of low molecular weight
proteins such as ubiquitination is becoming increasingly recognized. Abnormalities in proteolytic
mechanisms are known to lead to various diseases, and among them, comprehensive analysis of
ubiquitinated proteins is attracting attention as a target in the search for disease markers,
including cancer. Focusing on ubiquitination, a typical post-translational modification that can
occur in various diseases, we investigated the application of ubiquitination in periodontal diseases
for early diagnosis and prediction of recurrence of periodontal diseases.



1980

(GCF) HGFs
GCF HGFs
GCF  HGFs
GCF HGFs
MS/MS

SILAC stable isotope labeling by amino acids in cell culture
HGFs
SILAC



GCF HGFs
PROTEOMICS 2012

GCF  HGFs
GCF  HGFs
GCF HGFs
C Arg-Gly-Gly C
2
114Da
(
) MS/MS
Lys-Gly-Gly
MS/MS
SILAC stable isotope labeling by amino acids in cell culture
HGF

SILAC

F-Box

50



16 14 0 14

Tsuchida Sachio Nakayama Tomohiro 19
Periodontal Tissue Regeneration Therapy Using Stem Cells 2023
Stem Cell Reviews and Reports 825 826

DOI
10.1007/s12015-022-10494-x
Tsuchida Sachio Nakayama Tomohiro 11
Recent Clinical Treatment and Basic Research on the Alveolar Bone 2023
Biomedicines 843

DOI
10.3390/biomedicines11030843
Tsuchida Sachio Nakayama Tomohiro 22
Ubiquitination and Deubiquitination in Oral Disease 2021
International Journal of Molecular Sciences 5488

DOI
10.3390/i jms22115488
Tsuchida Sachio Nakayama Tomohiro 17
Proteomic analysis of human immunodeficiency virus and periodontitis 2020
Expert Review of Proteomics 793 795

DOl
10.1080/14789450.2020.1879648




Tsuchida Sachio Umemura Hiroshi Nakayama Tomohiro 25

Current Status of Matrix-Assisted Laser Desorption/lonization-Time-of-Flight Mass Spectrometry 2020

(MALDI-TOF MS) in Clinical Diagnostic Microbiology

Molecules 4775
DOl

10.3390/molecules25204775

Tsuchida Sachio 21

Proteome Analysis of Molecular Events in Oral Pathogenesis and Virus: A Review with a 2020

Particular Focus on Periodontitis

International Journal of Molecular Sciences 5184
DOl

10.3390/ijms21155184

Nomura Fumio Tsuchida Sachio Murata Syota Satoh Mamoru Matsushita Kazuyuki 17

Mass spectrometry-based microbiological testing for blood stream infection 2020

Clinical Proteomics 14
DOl

10.1186/s12014-020-09278-7

Tsuchida Sachio Murata Syota Miyabe Akiko Satoh Mamoru Takiwaki Masaki Matsushita 26

Kazuyuki Nomura Fumio

An in-house centrifugation and membrane filtration technique for identifying microorganisms 2020

from positive blood culture bottles with high identification rates using matrix-assisted laser

desorption ionization-Time-of-flight mass spectrometry: A preliminary report

Journal of Infection and Chemotherapy 266 271

DOl

10.1016/j .jiac.2019.09.017




164

! 2020
76 83
DOl
Yao Yue Nishimura Motoi Murayama Kei Kuranobu Naomi Tojo Satomi Beppu Minako Ishige 9
Takayuki Itoga Sakae Tsuchida Sachio Mori Masato Takayanagi Masaki Yokoyama Masataka
Yamagata Kazuyuki Kishita Yoshihito Okazaki Yasushi Nomura Fumio Matsushita Kazuyuki
Tanaka Tomoaki
A simple method for sequencing the whole human mitochondrial genome directly from samples and 2019
its application to genetic testing
Scientific Reports 17411
DOl
10.1038/s41598-019-53449-y
28
2020
21 25
DOl
Tsuchida S  Satoh M Takiwaki M  Nomura F. 20
Current Status of Proteomic Technologies for Discovering and ldentifying Gingival Crevicular 2018
Fluid Biomarkers for Periodontal Disease.
International Journal of Molecular Sciences 86

DOl
10.3390/i jms20010086..




Tsuchida Sachio Murata Syota Miyabe Akiko Satoh Mamoru Takiwaki Masaki Ashizawa Kazuho 152

Terada Takashi Ito Daisuke Matsushita Kazuyuki Nomura Fumio

Application of the biocopolymer preparation system, rapid BACpro Il kit, for mass-spectrometry- 2018

based bacterial identification from positive blood culture bottles by the MALDI Biotyper system

Journal of Microbiological Methods 86 91
DOl

10.1016/j .mimet.2018.07.017

Tsuchida Sachio Murata Syota Miyabe Akiko Satoh Mamoru Takiwaki Masaki Matsushita 148

Kazuyuki Nomura Fumio

An improved in-house lysis-filtration protocol for bacterial identification from positive blood 2018

culture bottles with high identification rates by MALDI-TOF MS

Journal of Microbiological Methods 40 45
DOl

10.1016/j .mimet.2018.03.014

Takeuchi Noriko Segawa Shunsuke Ishiwada Naruhiko Ohkusu Misako Tsuchida Sachio Satoh 24

Mamoru Matsushita Kazuyuki Nomura Fumio

Capsular serotyping of Haemophilus influenzae by using matrix-associated laser desorption 2018

ionization-time of flight mass spectrometry

Journal of Infection and Chemotherapy 510 514
DOl

10.1016/j . jiac.2018.02.007

Tsuchida Sachio Satoh Mamoru Umemura Hiroshi Sogawa Kazuyuki Takiwaki Masaki Ishige 12

Takayuki Miyabayashi Yui Iwasawa Yuuya Kobayashi Sohei Beppu Minako Nishimura Motoi

Kodera Yoshio Matsushita Kazuyuki Nomura Fumio

Assessment by Matrix- Assisted Laser Desorption/lonization Time- of- Flight Mass Spectrometry 2018

of the Effects of Preanalytical Variables on Serum Peptidome Profiles Following Long- Term

Sample Storage

PROTEOMICS-Clinical Applications €1700047

DOl
10.1002/prca.201700047




52

2020

MALDI-TOF MS

44

2019

MALDI-TOF MS

65

2018

43

2018




68

2018

2018

2018

(SATOH Mamoru)

(20401002) (12501)
(NISHIMURA Motoi)
(80400969) (12501)







