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in approximately 1000 East Asian individuals using a “ genome-wide association study,”

technique to elucidate the genetic factors of multifactorial inheritance. By conducting the

genome-wide association study and target re-sequencing in parallel, we explored genes that are

known, as well as those with new or unknown functions. For the single nucleotide polymorphisms

(SNPs) identified to be related to the surface facial morphology of other populations, we also

performed replication study using the detailed morphological analysis information from a cephalogram
(lateral and frontal) and cone-beam CT images of teeth and the maxillofacial region.
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