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Investigation of gene-environment interactions in tooth loss: a genome-wide
association analysis
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In the Japan Multi-Institutional Collaborative Cohort Study (J-MICC Study),
participants aged 35-69 years provided biological samples and lifestyle data after giving informed
consent. The GWAS data analysis was performed on 3,074 participants from the Shizuoka area, the
Daiko study, and the Kyoto field of the J-MICC study with no missing data on tooth number. Several
factors such as age, sex, BMI, smoking, and education were considered as adjustment variables. The
significance level was set at 5 x 10(-8). One single nucleotide polymorphism (SNP) (rs75073920) was
identified that reached the genome-wide significance level. The reproducibility of the identified
SNP was verified using samples from the Shizuoka area and the Daiko study.
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