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Development of Asian age prediction method based on DNA methylation
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The Age estimation of disaster victims, crime victims, or sample materials
are extremely important on identification and criminal investigations. In this study, we examined
the age estimation methods using the DNA methylation score by real-time PCR with oral samples
(teeth, saliva) for the development the common methods among Asian people who are morphologically
similar.

As results, it is revealed that the saliva sample targets (reported A and B) and tooth samples
(reported A and C) are useful age estimation indexes, especially when performing age estimation
using the DNA methylation score as an index by high-resolution melting curve analysis. In addition,
it was suggested that age estimation using methylation scores requires corrections that reflect the
effects of population such as nationality, even among Asians.
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