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Why epidemic period of respiraotry syncytial virus has shift to summer time?

Saito, Reiko
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We examined the causes of the RSV epidemic that changed significantly from
winter to summer nationwide in Japan from 2017. Epidemiological analysis strongly suggested that
the significant increase in the number of overseas travelers in Japan in recent years may have
caused a change of the season in the the RSV epidemic. We also conducted sample collection survey
with the cooperation of clinicians from Hokkaido to Okinawa. A total of 973 samples were collected,
193 type A and 290 type B RSV. In 2018 and 2019, RSV was prevalent in Okinawa one or two months
ahead of the rest of the country, and genetic analysis suggested that the Okinawan virus may have
spread nationwide subsequently. In 2020, RSV was detected only in Okinawa from October to November,
which was considered to be the effect of corona virus control measurements.
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