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How the staphylococcal species acquire resistance, and how they exchange genetic
information?
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MRSA infection is an ongoing challenge. Staphylococcal species exchange
genetic information through staphylococcal cassette chromosome (SCC). It encompasses not only drug
resistance genes but also diverse genes useful for better adaptation to the unfriendly environment.
The present study has aimed to reveal how the mobile genetic elements emerged, evolved, and spread
among staphylococcal species. SCC elements obtained from MRSA clinical isolates were determined for
their nucleotide sequences, and compared with staphylococcal genomes deposited in a public databank.

Following two novel elements were identified: a novel subtype of type IX SCC carrying mec gene
(SCCmec) 1n Myanmar MRSA, an SCC in MRSA from including speG and a staphylococcal surface protein
codin? gene (sasG) in Japanese MRSA. Obtained data suggests that they have originated in
coagulase-negative staphylococcal species.
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