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In forensic practice, wound age estimation is essential, for the purpose of
searching the injured stage-specific biological marker candidates. In this study, we carried out
over time mRNA comprehensive expression analysis of mouse injured skin. Significant changes in the
expression of 12887 mRNAs were observed 0.5 to 9 days after the injury. In the principal component
analysis, the first and second principal components changed significantly in the 0.5 and 1-day
groups, and then the difference from the 0-day group decreased over time. Focusing on CD5L, it was
confirmed that the expression level was high in one day. In the future, if we can study the increase

in the number of samples and proceed with the research to clarify the peak expression and the
period during which the expression increases, we think that CD5L can be fully applied as a marker
for the time of injury 1 to 5 days after injury.
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