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Identifcation of the specifc microbial community compositions in saliva
associated with periodontitis during pregnancy
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Saliva samples were collected from 53 pregnhant women between 24 and 28 weeks
gestation, and bacterial flora were identified by 16S rRNA analysis. The relative amounts of
bacterial composition at the phylum, genus, and species level were compared between pregnant women
with and without periodontitis. Taxonomic composition was identified in a random forest model for
pregnant women with and without periodontitis, and differences in taxonomic composition between the
two groups were analyzed using principal component analysis. The results showed that the bacterial
composition at the genus level discriminated between the two groups, creating the predictive
equation = (%Treponema +%Tannerella +%Filifactor +%Anaeroglobus)/%Neisseria. The sensitivity and
specificitx of this formula were 0.67 (8/12) and 0.95 (39/41), identifying more than 60% of pregnant
women with periodontitis.
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