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) We have found that cellular NAD+ concentrations ([NAD+]), the rates of the
synthesis and breakdown of NAD+ are maintained within a narrow range in various mammalian cells

including primary cultured cardiomyocytes under the resting conditions. f
[NAD+] moderately increases upon induction of the rate-limiting enzyme in NAD+ synthesis.

We have also found that

The

moderate increase in cellular [NAD+] likely results from suppressed increase in NAD+ synthesis and
the balanced increase in its breakdown. Many studies suggest that cellular NAD+ levels fall during
aging and in age-related diseases such as metabolic syndrome, neurodegeneration, and cancer, and
that raising the NAD+ levels back to normal healthy levels promotes healthy aging and delays the
age-related diseases. Future elucidation of the molecular basis of the tight link between the NAD+
synthesis and its breakdown should provide an important cue toward the NAD+-boosting strategy to

prevent and treat the age-related diseases.
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Quantitative analysis of the effects of nicotinamide phosphoribosyltransferase induction on the 2019

rates of NAD+ synthesis and breakdown in mammalian cells using stable isotope-labeling combined

with mass spectrometry
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Global acetylation levels of histone H4 lysine 16 and H3 lysine 9 may not represent cellular SIRT1 activity
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