©
2018 2021

Alteration of oxidative-stress and related marker levels in mouse colonic
tissues and fecal microbiota structures with chronic ethanol administration
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Chronic oral administration of ethanol in mice resulted in the elevation of
colonic levels of oxidative stress markers, and this was consistently accompanied by elevated levels
of inflammation-associated markers and a decreased level of regulatory T (Treg) cells. It also
resulted in an alteration of mouse fecal microbiota structures, reminiscent of the alterations
observed in human inflammatory bowel disease, and this appeared to be consistent with the proposed
sustained generation of oxidative stress in the colonic environment during chronic ethanol
consumption. Chronic ethanol administration results in elevated levels of advance glycation end
products and their receptors (RAGE) in the colonic tissues in mice is also shown. Thus, enhancement
of this pathway likely exacerbates the ethanol-induced inflammatory states of colonic tissues and
might at least partly contribute to the pathogenesis of chronic colitis, ethanol-related colorectal
cancer.
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