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A new environmental DNA analysis to overcome inhibition: construction of a
Biomass estimation equation with inhibition factors
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The ultimate goal of this study is to develop a biomass estimation equation
using environmental DNA (eDNA) detection with environmental inhibition. We have conducted
experiments with gradients in the quantity and quality of fine particles in water to determine the
amount of eDNA inhibition. As results, we have found that the amount of eDNA inhibition increases
with the amount of organic matter in suspended soid in environmental water. From manipulation
experiments focusing on amount of bacteria and water flow showed that the amount of eDNA released
from zebrafish and the eDNA decomposition were strongly affected first by the water flow and then by

the amount of bacteria.
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