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In this project, we conducted theoretical research on the clock proteins,
KaiA, KaiB, and, KaiC, which constitute the core oscillator of the cyanobacterial biological clock.
In particular, we focused on the KaiB-KaiC complex formation and theoretically proposed its detailed
process. In this study, we theoretically and numerically established important overlooked
mechanisms through a detailed review of previously published experimental data. For example, in
2020, we showed that the origin of the slowness of the KaiB-KaiC complex formation is on the KaiC
side, contrary to the previous account. In the final year, we proposed a new mechanism of the
cooperation between KaiB-KaiC complex formation and KaiC ATP hydrolysis from a theoretical

viewpoint.
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