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Development of polycistronic gene expression system for yeast synthetic biology
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Gene expression tools are fundamental in any biotechnological project. In
this project, we established a gene expression system using an internal ribosomal entry site (IRES)
to realize efficient polycistronic gene expression in eukaryotic yeast. We developed a screening
system for the evaluation of IRES-dependent translation efficiency in yeast. By using this screening

system, we could find several requirements for the efficient IRES-dependent translation in yeast.
Leveraging the findings, further engineering of the IRES-dependent translation can be performed in
yeast.
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