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Development and application of a highly sensitive biosensor to visualize active
form of vitamin D in vivo
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The active form of vitamin D3 (1,25D3) is well known as ligands of the

vitamin D receptor (VDR). After 1,25D3 binds to the ligand binding domain (LBD) of VDR, the
subsequent complex interacts with the transcription coactivators via specific sequence called LXXLL
motif. This 1,25D3-LBD-LXXLL complex regulates the expression of many vitamin D-dependent genes. We
developed the biosensor that detect VDR ligand such as 1,25D3 using NanoBiT technique. In this
study, we constructs 1-molecule and 2-molecule-type biosensor increased the light intensity in
response to 1,25D3. In addition, we performed optimization of length or type of LXXLL sequence.
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