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Exploration of low-molecular-weight markers for the development of the method to
measure the autophagic activity
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The control of autophagy flux in vivo has been expected as a possible
strategy for the prevention of various diseases and aging. However, the methodology for the
measurement of autophagic activity in human is still unestablished.

In this study, to identify novel marker molecules available for measuring the autophagic activity,
low molecular weight compounds secreted from HeLa cells were comprehensibly analyzed by mass-specs,
which were further subjected to a multivariate statistical analysis. Then we found two candidate
ions (MW: X or Y) which are secreted from a human cell line in an autophagy-dependent manner.
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mTORC2 signaling is critical for lysosomal activation by isorhamnetin treatment in J774.1.
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