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Research was conducted with the aim of developing a method for easily
quantifying vitamin B12 (VB12) in foods by using enzymatic quantification. We investigated
Ribonucleoside triphosphate reductase (RNR), which requires VB12 as a coenzyme. Recombinant RNR
(reHis-RNR) with His-tag was purified. Using LC-MS, the production amount of dNTP, which is a
reaction product, was used as an activity index. As a result, although it is necessary to further
optimize the reHis-RNR reaction conditions in order to easily measure VB12 in foods, it is
considered that there is some validity in using reHis-RNR activity as an index for measuring VB12
concentration.
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