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Elucidating the control mechanisms of starch struture through the analyses of
starch structure and protein interaction using starch branching enzyme deficient
mutant rice lines.
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To understand the control mechanisms of starch structure, the roles of
starch branching enzymes were revealed by analyzing the rice mutant lines in which two out of three
starch branching isozymes were omitted.
bel/be2b mutant rice had opaque seeds with high amylose (52 %) and high resistant starch content
(175 folds of WT). bel/be2a mutant rice had translucent seeds and its starch properties were similar

to the bel single mutant rice or WT rice. While, be2a/be2b mutant were essentially sterile. These

results suggests that the rile of each BE isozyme is partly specific, but can be compensated by
other isozymes to some degree.
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Naoko Crofts, Yuriko lizuka, Natsuko Abe, Satoko Miura,Ryo Matsushima, Naoko Fujita

Loss of branching enzyme Ilb activity altered starch biosynthetic protein complexes in rice endosperm.
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