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Analysis of the effector secretion pathway of plant pathogenic fungi using
chemical genetics
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Phytopathogenic fun?i secrete effector proteins to break down immune
responses and physical barriers, such as cell walls, of host plants to establish infection. Although
the secretion of effectors is precisely regulated in space and time, suggesting the existence of a

specific secretory pathway, the molecular mechanism of the secretion is not clarified. In this
study, 1 aimed to elucidate and analyze the molecular mechanism of effector secretion using the
effector secretion inhibitors of the Colletotrichum fungi. This study identified target candidate
genes for effector secretion inhibitors. Furthermore, | have succeeded in developing a marker
recycling method for Colletotrichum orbiculare, a causing agent of anthracnose of Cucurbits, that
enables the analysis of functionally redundant genes.
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