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Rapid identification of candidate genes affecting egg production in Japanese
indigenous chickens

Goto, Tatsuhiko
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Using population genomics with Japanese fancy chickens (egg production rate:

around 32%) and Japanese utility chickens (egg production rate: around 68%), we almed to reveal
what genomic regions were selected via long-term selection for egg production in Japanese indigenous
chicken breeds. We have analyzed whole-genome sequencing of two Japanese utility breeds (n = 36)
and three Japanese fancy breeds (n = 30). After adding publicly available whole-genome sequencing of
wild ancestor (n = 29), we found more than 31,380,000 SNPs. PBE statistics were estimated from
three Fst values (fancy vs utility, fancy vs ancestor, and utility vs ancestor) in each 20-kb
window. Ultimately, we could achieve high resolution mapping for egg production and identify 48
genomic regions, which have Japanese utility breed-specific variants.
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