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In order to elucidate the mechanism of the development of unbalanced
segregation in inversion chromosome, the heterozygous inversion In(6)1J/+ was systematized and
analyzed (lwata et al., G3. 2021). In addition, to develop a technology to restore the inversion
chromosome, we examined the optimal conditions for the creation of inversion mice using genome
editing technology (lwata et al., Sci. Rep. 2019). In the future, we will further improve the
efficiency of inversion generation to develop a technology for highly efficient restoration of
inversion, which will lead to its application to human germline cells.
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