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CPEB-mediated post-transcriptional regulation of gene expression
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The RNA-binding protein CPEB regulates gene expression both positively and
negatively. Currently, c-myc mRNA is the only known target that is promptly degraded by a mechanism
involving CPEB. In this study, we identified an RNA code comprising of the consesnsus and
non-consesnsus CPE sequences that guides CPEB to degrade c-myc mRNA. We also worked on CPEB"s role
during DNA damage responses, and found that CPEB and its binding poly(A) polymerase PAPD7 are
essential for the increase of RNR2 protein after doxorubicin or UV treatment of U20S cells. While
many of the constitutively expressed mRNAs are deadenylated in response to the DNA damages, poly(A)
tails of RNR2 mRNA are elongated. Our results suggesting that CPEB-PAPD7 discriminates RNR2 mRNA
from the others to indeuce translation during DNA damage response.
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