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Identification of genes involved in the expression of the cellular senescence
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Recent studies indicate that pl6INK4a-positive senescent cells accumulate in
the body over time and contribute to organismal aging. Oncogene activation and telomere erosion
induce cellular senescence through the DNA damage response. In this study, genes involved in the
expression of pl6INK4a in response to DNA damage were identified by a genome-wide SiRNA screen.
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