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o i We established a method for high-resolution single-molecule imaging in
living cell. This method enables us to quantify directly the phase separated behavior of nuclear

proteins. We demonstrated the analysis of ribosome biogenesis dependent behavior of nucleolar
proteins and chromocenter independent behavior of heterochromatin proteins. These results suggest

that this method provides new quantitative insights into viscoelastic dynamics of nuclear proteins
in the living cell that are difficult to achieve using previous approaches.
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