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Previously, we performed a screening to find novel candidates which relate
the mitosis, thereby we found LUZP1. In this study, we showed that LUZP1 localizes at the
centromere and the central spindle, and its localization require C terminal region of LUZP1. In
addition, we found that LUZP1 interacts with both Kinase X and its Substrate Y. Our kinase assay
indicates that LUZP1 prevent the phosphorylation of Substrate Y by Kinase X, however it also
suggests that the interaction between LUZP1 and Kinase X induces Substrate Y phosphorylation in
reverse. The above findings suggest a possibility that LUZP1 regulates the constriction velocity at

the contractile ring during mitosis by preventing phosphorylation of Substrate Y by Kinase X. The
function of LUZP1 during mitosis has not been reported. Our findings contribute to advances the
elucidation of mitosis mechanisms.
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