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Proper placental development is essential for mammalian reproduction.
However, the molecular mechanisms underlying the placental development is poorly understood. In this
study, we identified Zfp281 as a key factor. Zfp281 was preferentially expressed in mouse
trophoblast stem (TS) cells in vivo and in vitro, and its expression was down-regulated upon
differentiation. Zfp281 knockout mice showed embryonic lethality and severe defects in early
placental development. The transcriptome of Zfp281 knockout embryos and TS cells in vitro displayed
impaireq patterns, suggesting that Zfp281 controls placental development through transcriptional
regulation.
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BT, E6.5 75 E9.5 F CTORDINT 1T~ 72, EORER, Zfp281 / v 7 T v b= A&
F8.5 205 E9.5 DHT-0 THILL 2> TCWD I ENbolz, &HIZ, 6.5 B TiE— R L TER
RIFREEMEFFIIL TWA DD, TOKE IMN/NEL, SHITEL 5 RIZBWTIE, IR
HWEORENFE LIS RBEREFF Lo TWVEZ N7 (K1),

(5) BIERENTIEERAEREOEFEZTRDIZOIZES. 5D v 7T 7 b~ 7 A5 N %
B L RNA-seq &1To Tz, TDFER BRIALILOR NI BIETDIFE A EITRABSRERL,
F OIS ANREE I Z B 9 B EAE (chorion) RkEEE (labyrinth layer) D~ —h—&
GFORENBEBZLTEBY, /v I T U RYUATIIINODENBIRBETHDLZ & & —F
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