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Analysis of the molecular basis of the limb-incompetence in the neck
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It has been reported that in the lateral plate mesoderm (LPM) of chick
embryo, local treatment of FGF at flank region induced the limb bud formation. However, this is not
the case in the neck LPM. In this study, we examined the molecular basis of this phenomenon. RNA-seq

analysis of the neck, forelimb, flank, and hindlimb region of the LPM of chick embryo were
performed, and genes expressed in the specific region of LPM were identified. We applied the
enrichment analysis to these gene sets, and obtained the results that the GO TERM relating to the
heart development, such as "cardiovascular system development™, was enriched in the neck gene sets.
Now, we focus on the transcription factors specific for neck LPM, and plan to examine the detailed
expression pattern and function of these genes.
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