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In Japan, chronic kidney disease (CKD) and metabolic syndrome (MS), which is
known to be strongly related to CKD onset and progression, have become national public health
issues. For this reason, it is critical to conduct research on traits related to CKD and MS (for
instance BMI and cholesterol levels) to determine how much of the variation seen in the population
is due to differences in the genome, as well as identify related genes. In this research project, we
estimated the heritability, 1.e. the variation in phenotypes that is due to variation in the
genome, for a wide range of traits related to MS and CKD. We also developed computer programs to
apply complex statistical models for the analysis of genomic data, and identified a number of
associated genes. We have presented our results at international conferences on genetics and in the

peer-reviewed scientific journal literature.
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