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Population genetics and molecular evolution of sex chromosome turnover
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To present a genetic model of sex chromosome turnover, we have researched
focusing on the Japanese wrinkled frog, which has XY and ZW chromosomes in the same species.
Although the genome of the Japanese wrinkled frog was not deciphered, the genome sequencing,
assembling and annotation of the Japanese wrinkled frog were carried out based on the results of
this research.
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