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Morphological diveisity in sporocysts of trematoda species
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Leucochloridium

Two species of genus Leucochloridium are distributed in Hokkaido, Japan. The

sporocists of these species appear as a colorful broodsac to the antenna of land snail, genus
Succinea. The pigment components of Leucochloridium perturbatum and Leucochloridium paradoxum were
analyzed. As a result, brown pigment in L. perturbatum was water soluble, with a peak absorption in
400-500 nm. This pigment was revealed to bind to some proteins by SDS-PAGE of peak fraction. The
green pigment in L. paradoxum was insoluble to water and organic solvent, however, became soluble to
acetone after treatment by proteinase K. Therefore, both pigment bind to proteins. To determine
amino acid sequences of them, genome and transcriptome data were analyzed using NGS.
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S. mansoni | S.japonicum | C.sinensis | E. granulosus|L. perturbatum
BITTFH 10,144 12,738 13,634 10,245 10,005
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Distribution records of three species of Leucochloridium (Trematoda: Leucochloridiidae) in 2019
Japan, with comments on their microtaxonomy and ecology
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