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Analyzing genome constitution of apogamous ferns by much of SNPS data
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Apogamous ferns are difficult to classify because of their continuous
morphological variation. However, it is not still enough to define each apogamous species based on
DNA information objectively. In Athyriaceae and Dryopteridaceae, several nuclear DNA markers showed
there are reticulate relationships in apogamous species complex. Furthermore, next-generation
sequencing can estimate similar genome constitution with single copied nuclear DNA markers depend on

parameters of softwares.
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