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Development of target genes based on molecular breeding of the genus Ephedra
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Mao is an important crude drug used in Kampo formula such as Kakkon-to and
Mao-to. In this research, we developed DNA markers that can be applied to the molecular breeding of
the genus Ephedra. As a result, we have developed a Primer for distinguishing E. sinica from other
plants of the genus Ephedra and their hybrids that grow naturally in China. In addition, by
analyzing the sequence information obtained by using a next-generation sequencer, we have clarified
candidates for DNA markers related to the contained components. The number of candidates for these
DNA markers decreases according to the breeding goals, and it is possible to select the most
suitable marker. By accumulating data, the findings obtained this research will contribute selection
methods of excellent varieties.
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