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The development of optimal individualized therapy based on PK/PD/PGx using the
DBS method in community pharmacies and at home
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The dried blood spot (DBS) method is recommended for therapeutic drug
monitoring (TDM) and genetic polymorphism analyses because the microsampling approach involved is
simple and minimally invasive. In the present study, we established a method for measuring drug
concentrations and analyzing genetic polymorphisms in a small amount of whole blood using DBS
sampling. We also demonstrated the validity of the method to convert whole blood concentrations to
plasma concentrations in the DBS method using K+ concentrations on the DBS card and the RBC/plasma
rate. The establishment of the method to convert whole blood concentrations to plasma concentrations

in DBS will contribute to the development of an individual optimized dosage regimen that considers
efgicac and safety based on PK/PD/PGx using DBS, which will facilitate TDM in community pharmacies
and at home.
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