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Investigation of the role of FABP7 in the regulation of Kupffer cell activation
through the intracellular lipid metabolism
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Fatty acid binding protein 7(FABP7) is highly expressed in hepatic resident
macrophages (Kupffer cells, KC). In this study, we investigated the molecular mechanism by which
FABP7 is involved in the regulation of intracellular metabolism and by which FABP7 regulates the
inflammatory and/or anti-inflammatory functions of KC.

FABP7 was shown to be involved in the regulation of macrophage anti-inflammatory activation and
mitochondrial fatty acid oxidation. Furthermore, FABP7 has been shown to be involved in the
regulation of expression of transcription factors that regulate the expression of lipid-metabolism
related molecules such as IRF4 and PPARgamma. From the above, it was suggested that FABP7 may
regulate the intracellular lipid metabolism through the regulation of the expression of
transcription factors such as IRF4 and PPARgamma, and play a role in the regulation of
anti-inflammatory activation.
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