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Dissecting the physiological roles of CNOT4 ubiquitin ligase for prevention of
fetal growth restriction.

Yamaguchi, Tomokazu

3,200,000
CNOT4
CNOT4
CNOT4 floxed MEF CNOT4
CNOT4 HEK293T RNA-seq CNOT4
MRNA
CNOT4
CNOT4 CNOT4
CNOT4

In this study, we analyzed the molecular functions of CNOT4 ubiquitin ligase
to dissect its physiological roles iIn mammalian tissues. Although CNOT4 RING mutant mice show
prenatal growth retardation and high postnatal lethality, mutant embryo developed with wild type
placenta made by aggregation chimaera also showed developmental deficiency, indicating that
occurrence of those phenotypes were independent of placental formation. For further analysis, we
generated CNOT4 floxed mice and depleted CNOT4 in MEFs. As a result, significant decrease of cell
proliferation rate and increased cell death CNOT4-depleted MEFs were observed. In addition, RNA-seq
analysis of CNOT4 knockdown HEK293T cells suggested that CNOT4 positively regulate mRNA expression
that contribute to embryonic organ development.
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