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We performed integrated genetic analysis for 23 cases of Diffuse large
B-cell lymphoma with MYC rearrangement. Twenty-three cases are composed of 13 cases of double hit
lymphoma having MYC and BCL2/BCL6 rearrangements and 10 cases of single hit lymphoma having only MYC
rearrangement.
We subdivided our cases into 10 cases with good prognosis group and 13 cases with bad prognosis
group for comparative investigation. Good prognosis group showed complete response without relapse
for long term by conventional chemotherapy. Bad prognosis group were dead due to lymphoma.
Genetically, gain of 1g,3q and 12chr, loss of 1p and 15gq were common in bad prognosis group by copy
number alteration analysis. High frequency of mutation were seen in MYC and BCL2 in bad prognosis by
next generation target sequence analysis. High expression of some genes were seen in bad prognosis
group by gene expression profiling analysis.
We think that these findings would lead to development of molecular target drug.
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Gene expression profiling
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v KMT2D 1 1 1 1 1 0 0 0 0 0 1 0 0 1 1 1 1 0
2 CREBBP 1 1 1 0 0 1 1 0 0 0 1 0 0 1 1 0 1 0
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MYC single hit lymphoma
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