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Monomorphic epitheliotropic intestinal T-cell lymphoma (MEITL) is a rare
primary T-cell lymphoma of the digestive tract with poor prognosis. | aimed to clarify the genetic
characteristics of MEITL in Japan using formalin-fixed paraffin-embedded tissue (FFPE). I
demonstrated that mutations and/or loss of tumor suppressor gene SETD2 and mutations of genes
a?SﬁEi$Eed with JAK/STAT pathway in MEITL. All these gene abnormalities might have pathogenic role
0 .
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Monomorphic epitheliotropic intestinal T-cell lymphoma with T-cell receptor (TCR) of silent 2018
phenotype shows rearrangement of TCRB or TCRy gene.
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