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In order to analyze the difference in SHP2 binding affinity between European
CagA and East Asian CagA, a molecular polymorphism of Helicobacter pylori CagA protein, from a
structural biology using X-ray crystallography, we attempted to crystallize the CagA-SHP2 complex.
Although we analyzed the stability of the complex and created mutants, we could not obtain crystals.
Therefore, we are now adjusting the lipid bilayer-CagA-SHP2 complex using nanodisc membranes with
the aim of elucidating the three-dimensional structure by cryo-electron microscopy.
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