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Development of a technological basis for elucidating the significance of
glycosylation alterations in viral infection
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In this study, we aimed to establish a platform for investigating the
biological significance of glycosylation alterations in host cells associated with the viral
infection. Specifically, using the influenza A virus as a model, we developed a highly sensitive and

simple method to analyze the glycans structures attached to virus-infected cells and virus
particles released from infected cells using lectin microarrays. Furthermore, we applied the method
to analyze the structure of glycans on the S protein of SARS-CoV-2.
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